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@ The siRNA is combined RISC proteins
Y PR e | /. (including Slicer)
© One of the two RNA ,,f"¢—> o
strands is degraded. Q Ll
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@ siRISC enters nucleus
. and binds to DNA.
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% Inhibition of
=== | transcription

Exactly e -, Partly
complementary i, complementary

Degradation Inhibition of
of mRANA mRNA translation

o Dicer cleaves double-stranded
RNA into an siRNA about
21-22 base pairs in length.

siRNA

@ sirISC binds to mRNA.
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